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Table 1 Affiliated facility of the respondents

18t survey 2nd survey
(n=282) (n=201) p
value
n (%) n (%)
Fellow of the JAID 143 (50.7) 102 (50.7) NS
Affiliation
University hospital 88 (31.2) 638 (33.8) NS
Public hospital 82 (29.1) 61 (30.3) NS
Private hospital 76 27.0) 52 (25.9) NS
Other 36 (12.8) 20 (10.0) NS
Nominal number of beds in the institution
Not less than 500 beds 124 (44.0) 98 (48.8) NS
400-499 beds 33 (117 32 (159 NS
300-399 beds 29 (10.3) 25 (12.4) NS
200-299 beds 38 (135) 15 (7.5) NS
100-199 beds 11 (3.9) 11 (5.5) NS
Less than 100 beds 10 (35) 11 (5.5) NS
No response / unknown 37 (13.1) 9 4.5) 0.001
Microbiology laboratory in hospital 225 (79.8) 166 (82.6) NS
Additional reimbursement for infection prevention
Type 1 NA 164 (81.6) NA
Type 2 NA 19 9.5) NA
No additional reimbursement NA 18 9.0) NA

NS, not significant; NA, not available
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Fig. 1 Importance and necessity of the genetic testing in hospital for diag-
nosis of infectious diseases and infection control.
Ratio was calculated based on the number of answers about diagnosis of
infectious diseases (A) and infection control (B).
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Table 2 Usefulness of the genetic testing for infectious diseases

15t survey 2nd survey
(n=282) (n=201) [4
value

n (%) n (%)
Rapid detection of pathogen
that is difficult to culture. 256 (908) 179 (89.1) NS
D_etection of drug-resistance and 21 (784) 169 84.1) 0.002
virulence genes
Detection of pathogen after
administration of antibiotics 175 (62.1) 118 (687) NS
Rapid and easy quantitative 172 61.0) 115 572) NS
detection : ’
Comprehensive detection of 142 (504) 121 (602) 0032
pathogens : ' .
There is no usefulness 2 0.7) 1 0.5) NS

NS, not significant
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Table 3 Current status of the genetic test for infectious diseases

18t survey 2d survey
(n=282) (n=201) p value
n (%) n (%)
Performing the genetic testing for infectious disease in hospital
Implemented at own facility NA 73 (36.3) NA
Outsourcing NA 68 (33.8) NA
No NA 60 (29.9) NA
Implementation of the fully automated platform
Yes 21 (7.4) 36 (17.9) <0.001
No 255 90.4) 165 (82.1) 0.007
No response / unknown 6 2.1) 0 0.0) 0.037
The fully automated platform in hospital (multiple answers included)
(n=36)
GeneXpert system NA 23 63.9) NA
GENECUBE system NA 7 (19.4) NA
BD MAX system NA 6 (16.7) NA
FilmArray system NA 6 (16.7) NA
Verigene system NA 5 (13.9) NA
TRC system NA 1 2.8) NA

NS, not significant; NA, not available
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Results of the Second Questionnaire Survey on the Genetic Testing for Infectious Diseases
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A technology of genetic analysis has been applied for clinical use. By using such technology, we can de-
tect the pathogens earlier than the conventional microorganism tests. In order to understand the current
status of the genetic test for infectious diseases, a 2" questionnaire survey was conducted among member
physician of the Japanese Association for Infectious Diseases (JAID) between October and November, 2018.
Valid responses were obtained from 201 physicians. A percentage of infectious disease specialists certified
by the JAID was 50.7%. A percentage of the respondents who answered the genetic testing in hospital was
important and necessary for the diagnosis of infectious diseases and infection control was 92.5% and 89.6%,
respectively. Of the respondents, 89.1% answered that the genetic testing in hospital was useful for rapid de-
tection of the difficult-to-culture pathogens. A percentage of respondents who answered that it is useful for
detection of drug-resistant or virulence genes and comprehensive detection of pathogens was 84.1% and
60.2%, respectively. The percentage was significantly higher in comparison with 1* surveillance (78.4% and
50.4% in 1* survey, respectively). A percentage of respondents who performed the genetic testing for infec-
tious disease in hospital and outsourced was 36.3% and 33.8%, respectively. Of the respondents, 17.9% an-
swered to implement the fully automated platform was 17.9%, and the percentage was significantly higher
in comparison with 1% surveillance (7.4% in 1" surveillance). Of the respondents, 7.0% answered to implement
multiplex panel. Of them, 57.1% answered to perform it in all medical departments, 35.7% answered to per-
form only when requested from physician, and 7.1% answered to perform in limited medical departments.
This questionnaire survey revealed that the most physicians recognized the importance and necessity of ge-
netic testing for infectious diseases. In addition, the fully automated platforms had been implemented into
the large hospitals in Japan. On the other hand, their operation varied by hospital. Therefore, further investi-
gation is needed to clear an optimal operation of fully automated platforms in Japan.
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