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Summary of the consensus on S -lactamase nomenclature

The naming process of a novel B -lactamase was published in Antimicrob Agents &
Chemother by Bradford PA et al (doi: 10.1128/aac.00333-22.). It is recommended that this
process be followed when writing manuscript in this field. A summary of the consensus is
given below, but please read the original article before submission.

. New f -lactamase numbers will continue to be assigned based on predicted amino
acid sequences that differ by at least one amino acid substitution from previously designated
sequences and that originate only from natural sources.

. Allele numbering for most S -lactamase families is designated and tracked by NCBI
and new allele numbers of these gene families will be assigned by NCBI if necessary.

. Allele requests should be made only when constructive, that is, where single amino
acid changes likely will have functional or epidemiological significance, and where citing allele
numbers provides greater clarity than simply citing protein accession numbers.

Attempts should be made to characterize the functional activity of a novel g -
lactamase, either through susceptibility testing of isogenic strains with class-specific S -
lactams or by using purified enzymes.

. For families of chromosomal class C f -lactamases (ampC) that so far have not
received extensive allele assignments, allele numbers may not be assigned.

. Efforts to clarify the nomenclature for OXA-type B -lactamases are underway.

. The proper format for citations of £ -lactamase genes should be written following

the convention for blargm.1 (italicized b/a, followed by subscript allele designation).



